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Monitoring EGFR T790M with plasma DNA from lung cancer patients in a prospective
observational study
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EMEE R 15 29 51.7%  (34.4 - 68.6)

T790M 10 29 345% (19.9 - 52.4)

T790M (Sueoka—Aragane et al.) 23 58 39.7% (28.1 — 52.5)
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Indication of use for the cobas® EGFR Mutation Test v2
(from FDA home page)

The efficacy of TAGRISSO™ (osimertinib) has not been established
In the EGFR T790M plasma-positive, tissue-negative or unknown
population and clinical data for T790M plasma-positive patients are
limited; therefore testing using plasma specimens is most
appropriate for consideration in patients from whom a tumor biopsy
cannot be obtained.
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DIVA-EGFR

(Digital Identification of Variant Alleles for EGFR)
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